a. Space-filled representation of the predicted TILRR structure and TILRR/IL-1RI binding interactions. The tertiary structure of TILRR (NP_001171175.1), obtained using a de-novo approach in I-Tasser Zhang Server, gave a confidence score of -2.14. IL-1RI was generated using the resolved crystal structure (PDB: 4DEP) and binding interactions by 
Supplemental Figure 4. TILRR knockout reduces activation of inflammatory genes.
Microarray analysis demonstrates pronounced reductions in gene activity in blood and spleen from TILRR knockout mice during an inflammatory response. Expression profiles in wild type and TILRR KO mice were analyzed using R Bioconductor 2.14 (http://bioconductor.org/) and DAVID 6.7 (https://david.ncifcrf.gov) (25, 26) , and data expressed as log2 fold change (Log 2FC) of activity in TILRR KO relative to activity in wild type for each gene, n= 3 independent experiments.
